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Characterization of Vibriophages Isolated from
Sea Water and Raw Seafood in Thailand

Onanong Pringsulaka*, Phorntip Suksawat and Jariya Sindermsuk

ABSTRACT

Vibrio spp. and vibriophages from sea water and raw seafood in Thailand were
isolated. From a total of 102 samples, 80 isolates of suspected-bacteria were obtained.
Twenty-eight isolates were identified as V. parahaemolyticus, 48 isolates as
V. vulnificus, 3 isolates as V. alginolyticus and 1 isolate as V. damsela. The twenty-
eight isolates of V. parahaemolyticus were employed as hosts for isolation of phages.
Isolated phages including Vp2, Vp4, Vpé, Vp7, Vps8, Vp9, Vp10o, Vpi5 and Vp2s8
produced plaques with entire edges varying from 0.5-2 mm in diameter. Electron
micrographs indicated that all phage heads were of an icosahedral form, head size and
length of tail varying from 53.33-93.33 nm and 66.67-233.33 nm, respectively. On the
basis of the morphology, the phages belong to the families Myoviridae and Siphoviridae.
Host-range determination revealed that all 9 strains were capable of infecting the 28
isolates of V. parahaemolyticus. Further study on host-range among different species,
showed that all phages had different host-range patterns and unable to infect other
genera used. In addition, phage DNAs isolated from 6 strains, namely Vp2, Vp4, Vps,
Vp1o, Vpis and Vp2s were characterized by restriction analyses with the following
enzymes, EcoRl, Pstl, HindIll, Ndel and Bglll. Results showed that the restriction
fragment patterns generated were different. Therefore, based on all data obtained from

this study, it is confirmed that all vibriophages were different.
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A [6] Faminnaitslsnnnidosinanensis conventional microbiological methods
Fanal¥nannuuazaunldes [7] datumnhauiaveswlafiiianusmizuasiiiiansaa
WoruuuaiiGeadlFdider wldsuunanuuandsveuie uonanasldszoznarduniiug
fatolszndacmlinelumainned Weswmngunsefiléinaliume doirsvesmahmlai
SnzsusvaisTomnls Idus msitisui¥e V. cholerae o1 biotype El Tor [8, 9] uanain
ifludl 1002 fimathwlefisumzdoie V. cholerae 0139 wlFlumsitaseldgndounniu
cfmﬁummwﬁmmmwmﬂ V. cholerae 01 [10]

nndszloviinay ﬁ‘JJ‘]JG]"UENL‘V\Iﬁ]ﬂQﬂm’J mmﬂﬂumme\mwmﬂm ¢Anu1Ivslowla
Tnommzmlaves V. parahaemolyticus Hugninseginimeiauazerminzaavlulszme
Tne MnuAnnaiAvesiviTomafinen gy auianmeiiine 1dun Teasi-1sus (host-
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