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Development of Molecular Markers for Identification
of Economic Cultivars of Salacca and Sex Determination

of Sala-Mho from Chanthaburi Province

Walailak Hattaboon', Jessada Denduangboripant®, Onanong Pringsulaka’

and Achariya Rangsiruji'”

ABSTRACT

Salacca is one of important economic plants in Chanthaburi Province. There are three
economic cultivars, namely Sala-Sumalee, Sala-Nernwong and Sala-Mho. Due to morphological
similarities of plants belonging to the genus Salacca, agriculturalists are not able to identify
the cultivars at seedling stage. They are often deceived by a substitution of seedlings of other
plants in the same genus but with lower economic value. This research therefore, aimed to
develop molecular markers for identification of economic cultivars of Salacca in Chanthaburi
Province. First, RAPD technique was used to examine DNA fingerprints which showed
polymorphisms among the three economic cultivars of Salacca and two non-economic
cultivars (Sala-Rainam and Rakam). Results based on 187 RAPD primers used revealed that
five primers generated polymorphic bands among the cultivars. Of these five primers, only
one primer (NAPS062) produced a DNA band (ca. 750 base pairs) specific to all three economic
cultivars of Salacca. This DNA fragment was cloned, sequenced and a pair of SCAR primers
was designed. PCR reactions employing this pair of SCAR primers with genomic DNA from
all five cultivars of Salacca yielded interesting results with repetitive SCARs of two important
DNA bands as follows: (i) a DNA band of ca. 220 base pairs specific to the three economic

cultivars of Salacca and (ii) a DNA band of ca. 410 base pairs specific to female Sala-Mho only.
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When this pair of SCAR primers was tested against field samples of all five Salacca cultivars
with 80 individuals, resulting DNA patterns showed 100% specificity. This study therefore,
has led to a success in distinguishing the economic cultivars of Salacca as well as determining
the sex of Sala-Mho. This is certainly helpful in verifying the seedlings of economic cultivars of

Salacca from retail nurseries.

Keywords: Salacca, RAPD, SCAR
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