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Abstract

Calmodulin (CaM) is a small Ca2+-binding protein that found in a wide variety of eukaryotes. It is involved in

binding several cellular proteins and regulating many biological activities and processes such as signal transduction,

metabolism, muscle contraction and immune response. In the black tiger shrimp, Penaeus monodon, a molecular

mass of the CaM is about 17 kDa containing 149 amino acids. It was found that expression of CaM gene in hemocyte

of an infected shrimp was higher than that of normal shrimp. This finding indicated that CaM maybe involved in cell

signaling in shrimp defense mechanism. However, functional analysis of the calmodulin including calmodulin-binding

proteins still needs to be elucidated for further understanding of the shrimp immune system. Knowledge of immune

response mechanism might be useful for sustainable development in the shrimp industry.

Keywords: Calmodulin, the black tiger shrimp, immunity, prophenoloxidase system
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