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Abstract

This research aimed to isolate yeast strains capable of high ethanol production from
Loog—Pang-Sato in Ubon Ratchathani (UB), Sisaket (SK) and Surin (SR) provinces. The 5
samples of Loog—Pang from different sources were used for yeast isolation. We obtained 22
isolates that could produce ethanol higher than 6%(v/v). The 22 yeast isolates were then
identified by comparison of nucleotide sequences D1/D2, region of 26S rDNA gene, the result
showed that all yeasts isolated from UB2 and SK1 were similar to Wickerhamomyces anomalus
whereas all yeasts isolated from SK2 and SR were similar to Candida tropicalis. Based on
sugar assimilation and fermentation test, W. anomalus could assimilate and ferment glucose,
fructose, maltose and sucrose, whereas C. tropicalis could assimilate and ferment glucose,
galactose, fructose, maltose and sucrose. Ethanol fermentation were carried out by using
molasses as substrate with 20°Brix, incubation at 30°C for 48 hours. The samples were
collected every 12 hours. The results indicated that the highest ethanol amount was 6.8+0.01
%(v/v) at 36 hours from C. tropicalis isolated from SK2. The highest ethanol yield of 0.39

Gethano/Jsugar WaS alsO obtained at 36 hours.

Keywords: Ethanol, Molasses, Yeast, Loog—Pang—Sato
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17919 1 m’mmm‘m‘lun'ﬁwﬁmmmuaamau%aﬁa@l“laiemam UB2 SK1 SK2 uaz SR

Source Isolates Ethanol production Source Isolates Ethanol production
% (viv) % (viv)

uB2 UB2-2 6.47°° £0.06 SK2 SK2-9 6.10° £0.10
uB2-7 6.47°° £0.06 SR SR4 6.10° £0.10
UB2-11 6.47°° +0.06 SR6 6.00" £0.06
UB2-12 6.47°° +0.06 SR11 6.30%¢ £0.10

SK1 SK1-1 6.17"9 +0.06 SR12 6.40°¢ +0.10
SK1-2 6.67° +0.06 SR13 6.67% £0.00
SK1-3 6.47°° £0.06 SR14 6.37°° +0.06
SK1-5 6.40%9 £0.00 SR15 6.60% £0.00
SK1-6 6.30%° £0.10 SR16 6.57*° +0.06
SK1-7 6.27°" £0.06 SR17 6.30%° £0.10
SK1-8 6.37°° +0.06 SR18 6.37°° +0.06

MANBLAG G18N1T a, b, ¢, ... Nagdarudais (X£SD) uaadFMLand13n (p < .05)

A 2 SN AMIIWINGVILTARDES (A) anwmzlalaifiniuis; SK1-5 (B) anwms
Talafidaniidi; SR11 (C) snwmsvasioss laloaafifaninuks; SK1-5 uaz (D)
snemzvaTas loloaafifaniinau; SR11
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Isolates Species Strain Accession No. Identity (%)
UB2-2, UB2-7,  Wickerhamomyces anomalus =~ SFM4 MGO017545 99
uB2-11, UB2—-

12

SK1-1, SK1-3 Wickerhamomyces anomalus S4R1-3 MG773362 100
SK1-2, SK1-5, Wickerhamomyces anomalus ~ SFM4 MGO017545 100
SK1-6, SK1-7,

SK1-8

SK2-9 Candida tropicalis SY3-2 KY928422 100
SR4 Candida tropicalis DMKU-SE73 LC176991 100
SR6, SR12 Candida tropicalis QDX EU585761 99
SR11, SR13, Candida tropicalis XJURML EF151501 100
SR14, SR15,

SR17, SR18

SR16 Candida tropicalis LYSC-3 GU388393 100
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g & ¢ = 5§ 9 © § & © = 5 9 9©

2 ® 2 © 53 £ = 2 ®W 2 © 3 2 3

O O . = n 14 X o o T = n 14 x
W. anomalus SFM4 + - + + + — - + — + + + _ _
W. anomalus S4R1-3 + - + + + — - + — + + + -
C. tropicalis SY3-2 + + + + + — - + + + + + _
C. tropicalis DMKU-SE73 + + + + + — - + + + + + -
C. tropicalis QDX + + + + + — - + + + + + -
C. tropicalis XJURML + + + + + — - + + + + + _
C. tropicalis LYSC-3 + + + + + - -+ + + + + - _
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